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Background: A 77 year male Michigan resident was diagnosed 
with pulmonary disease caused by Mycobacterium bovis in May 
2017.  The patient was on prednisone 5 mg daily for rheumatoid 
arthritis.  Bronchoscopy recovered the organism, and 
pyrazinamide resistance was identified.  The patient received 
standard TB therapy by DOT for 10 weeks, but expired from 
unrelated causes in July 2017.  Five contacts were identified, none 
had latent TB.  The patient hunted deer annually until 2015; he 
also had raised cattle until the 1970’s.

Key findings:  This is the 3rd confirmed human case of disease 
caused by M. bovis, related to the Michigan wildlife and cattle 
outbreak first identified in 1975.  Diseased free-ranging deer and 
cattle have been  concentrated in a 5 county area in northeastern 
Michigan.  All 3 human cases had hunted deer.  Whole genome 
sequencing demonstrated the patient’s isolate shared a most 
recent common ancestor with genotypes from deer, raccoons and 
beef cattle that were circulating in northern Michigan in 2006, 
suggesting the patient was infected over a decade ago.

Bovine TB control programs have focused both on movement 
restrictions for cattle farms in the control Zone, together with 
heightened biosecurity against free-ranging deer.  Enhanced 
surveillance of cattle with annual caudal fold skin tests identified 
six TB-infected cattle herds in 2016. The 5 county area is part of a 
single Deer Management Unit, where deer hunters are 
encouraged to have carcasses evaluated for bovine tuberculosis.  
Cranial lymph nodes with consistent gross lesions are submitted 
for histopathology and mycobacterial culture.  The Wildlife Risk 
Mitigation Program seeks to reduce wildlife contact with cattle via 
augmented biosecurity, including improved fencing, and making 
cattle feed and water inaccessible to deer.

Conclusions: This recent case of human TB due to Mycobacterium bovis
underscores the importance of this unique locus of zoonotic transmission in 
the United States.  Control efforts to reduce the wildlife burden of disease, 
together with enhanced surveillance of cattle herds will remain central to 
reducing risk to human populations.  The WHO declaration of the 
“Roadmap for Zoonotic Tuberculosis” in October 2017” demonstrates the 
global concern for this underappreciated zoonosis.

Figure 1. Low resolution tree of M. 
bovis isolates. The isolate of interest is 
located in group identified by the red 
arrow.

Figure 2. Phylogenetic tree of Clade 
1A5. The human isolate is in red font.

Figure 3. SNP Table of the isolates sharing the same “common ancestor A” 


